. List of annotated metabolites and unknown signals from NMR measurements.
Annotated metabolites detected by 1D and 2D NMR measurements (Figures S5, S6) (a). List of alternative names given to unknown 1 H chemical shifts from urinary analysis data (b) and from fecal analysis data (c). Figure S3 . 1 H-13 C HSQC NMR spectra of Pteridium aquilinum and Matteuccia struthiopteris extracted by KPi/D2O solvent. (a) Black and blue line spectra are from P. aquilinum and M. struthiopteris, respectively. Green, red, and purple spectra are derived from glucose, sucrose, and fructose, respectively. Annotations for the referenced metabolites listed in Table S3 . (b) Sugar group and organic acid compositions in raw or boiled P. aquilinum and M. struthiopteris are shown as a bar graph. (a) , red, blue, green, and purple spheres represent single data points from the pretreatment period of all groups, and cellulose-, Pteridium aquilinum-, and Matteuccia struthiopteris-treated groups, respectively. Boxplot of a representative important factor that can be applied onto network module, which depicts ROI.2 (c). Blue, green, and purple boxes represent cellulose-, P. aquilinum-, and M. struthiopteris-treated groups, respectively. *** P < 0.001 calculated by the Holm method. Figure S10 . Network community correlation coefficients for Matteuccia struthiopteris-treated mice based on the combined data set. The network depiction is based on calculations by the igraph package with Cytoscape. All communities of Matteuccia struthiopteris-treated mice are depicted (a). The same color diamonds represent components belonging to the same community. The glucose community in M. struthiopteris-treated mice is depicted (b). Black-line-circled diamonds represent factors selected by Random Forest as being important for separating the groups (Table S3 ). Figure S11 . Network community correlation coefficients for Pteridium aquilinum-treated mice based on the combined data set. The network depiction is based on calculations by the igraph package with Cytoscape. All communities of P. aquilinum-treated mice are depicted (a). The same color diamonds represent components belonging to the same community. Purine/pyrimidine and glucose communities in Matteuccia struthiopteris-treated mice are indicated in (b) and (c), respectively. Blackline-circled diamonds represent factors selected by Random Forest as being important for separating the groups (TableS3).
